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Quick Discovery

	Next-Generation Sequencing
	- RNA Sequencing
	- RNA Methylation Seq
	- Low-input & Single Cell RNA-seq
	- Small RNA Sequencing
	- 10X Chromium Single Cell
	- Whole Exome Sequencing
	- Whole Genome Sequencing
	- Low-input & Single-cell WGS
	- DNA Methylation Sequencing
	- ChIP Sequencing
	- CUT&RUN and CUT&Tag
	- ATAC Sequencing
	- HiC & HiChIP Sequencing (Coming soon!)
	- NGS-based HLA Typing
	- Mitochondrial DNA Sequencing
	- Microbial and Viral genomic sequencing


	Third Generation Long-Read Sequencing
	- Oxford Nanopore Sequencing
	- PacBio Sequencing (Coming soon!)


	Microarray Service
	Bioinformatics




Quick Validation

	Drug Array
	siRNA Array
	PCR Array
	Antibody Array




Quick Diagnosis

	Non-Invasive Prenatal Test
	Cancer Panel
	Liquid Biopsy
	Diagnosis of unknown Disease
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    Quick Discovery

  
  
    Next Generation Sequencing

    - RNA Sequencing

    - 5mc or m6A RNA Seq

    - Single-cell RNA sequencing

    - Small RNA Sequencing

    - 10x Genomics Single Cell

    - Whole Exome Sequencing

    - Whole Genome Sequencing

    - Low-input & single-cell WGS

    - DNA Methylation Sequencing

    - ChIP Sequencing

    - CUT&RUN and CUT&Tag

    - ATAC Sequencing

    - HiC & HiChIP Sequencing (coming soon)

    - NGS HLA and ABO Typing

    - Mitochondrial DNA Sequencing

    - Microbial and Viral genomic sequencing

Third Generation Long-Read Sequencing

    - Oxford Nanopore Sequencing

    - PacBio Sequencing

Microarray
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    NGS (Next Generation Sequencing) allows us to sequence DNA and RNA much more quickly and cheaply than the previously used Sanger sequencing.  It has revolutionized a variety of research areas such as Genomics, Transcriptomics, and Epigenomics. Quick Biology is a professional NGS service provider and is committed to providing the best value to our customers.  We are equipped with the latest NovaSeq 6000, HiSeq X, HiSeq 4000, two NextSeq500, one MiSeq, and one Ion Proton.  

Our Illumina NovaSeq 6000, HiSeq X, and HiSeq 4000 runs on a routine basis. For each project, we provide:

(1) Fast turnaround time (10-20 business days)

(2) Very competitive price for NGS services such as RNA-Seq, WES, miRNA-seq, ChIP-seq, ATAC-seq, and WGS 

(3) Basic and advanced bioinformatic analysis, including RNA expression, splicing/editing, variant detection, HLA-typing, neoantigens protection, and genome assembly  
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